
Ho et al. 
Acta Neuropathologica Communications          (2024) 12:119  
https://doi.org/10.1186/s40478-024-01829-5

CORRECTION Open Access

© The Author(s) 2024. Open Access  This article is licensed under a Creative Commons Attribution 4.0 International License, which 
permits use, sharing, adaptation, distribution and reproduction in any medium or format, as long as you give appropriate credit to the 
original author(s) and the source, provide a link to the Creative Commons licence, and indicate if changes were made. The images or 
other third party material in this article are included in the article’s Creative Commons licence, unless indicated otherwise in a credit line 
to the material. If material is not included in the article’s Creative Commons licence and your intended use is not permitted by statutory 
regulation or exceeds the permitted use, you will need to obtain permission directly from the copyright holder. To view a copy of this 
licence, visit http://​creat​iveco​mmons.​org/​licen​ses/​by/4.​0/. The Creative Commons Public Domain Dedication waiver (http://​creat​iveco​
mmons.​org/​publi​cdoma​in/​zero/1.​0/) applies to the data made available in this article, unless otherwise stated in a credit line to the data.

Acta Neuropathologica
Communications

Correction: A longer time to relapse 
is associated with a larger increase in differences 
between paired primary and recurrent 
IDH wild‑type glioblastomas at both the 
transcriptomic and genomic levels
Wei‑Min Ho1,2,3,4,5, Chia‑Ying Chen1, Tai‑Wei Chiang1 and Trees‑Juen Chuang1,2*    

Correction: Acta Neuropathologica Communications 
(2024) 12:77  
https://doi.org/10.1186/s40478-024-01790-3

Following the publication of the original article [1], the 
wrong figure appeared as Fig.  7; the figure should have 
appeared as shown below.

The original article has been corrected.

The original article can be found online at https://​doi.​org/​10.​1186/​s40478-​
024-​01790-3.
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Fig. 7  Verification of the constructed prognostic model for PFS prediction in two testing sets (the TCGA and G-SAM datasets). A Correlation 
between the PFI values and the risk scores estimated by the constructed model for the primary IDH-wt GBM cases in the TCGA and G-SAM cohorts. 
B Kaplan–Meier analyses of PFS for the groups with low- or high-risk scores in the TCGA and G-SAM cohorts. C Time-dependent ROC analyses of 1-, 
2-, and 3-year PFS for the constructed model in the TCGA and G-SAM cohorts. D Construction of a nomogram for quantitatively predicting 1-, 2-, 
and 3-year PFS of primary IDH-wt GBM patients
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