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Correction to:  Ozawa et  al. acta neuropathol commun 
(2021) 9:36 https:// doi. org/ 10. 1186/ s40478- 021- 01135-4

In the original publication of the article [1] there were 
errors introduced during the publication process involv-
ing the italic emphasis. These errors are as followed:

• The italicized terms of “RELAFUS” have been 
amended as this was erroneously applied to the genes 
and proteins.
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